Clip. 1 BQ 20 WL 10 Sequence: CMVfor_CMVfor Clipped length: 877 Samples: 12964
Left clip: 12 Bases:

Rightclip: 888

mA&@:«\JAOAOAA.A\JanmAm ‘M‘A‘A“Mﬂ‘ M ﬂ“ﬂ

T

mmmmmﬂmdJnummmhAhmmuhlm.mnuuuuh

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC
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Clip. 1 BQ 20 WL 10 Sequence: CMVfor_CMVfor Clipped length: 877 Samples: 12964 Quality: 0-9 — Page: 2/3
Left clip: 12 Bases: 1022 10-19 E— 22.05.2019
Right clip: 888 Average spacing:  13.0 20-29
Avg. qual.inclip.: 53.4 Average quality >= 10: 45, 20: 69, 30: 821 >=30 —

Jun.‘nunhtuhu.mnuunnAutulu‘duu.tmunh“unuun.nu.

550 560
AGGTTCAGGGGTCGTAACAACTCCGCCCGTCCAGCTCGACCAGGATGAGGTTAAGTAAAGCGTCTGACCGTAAGTAGCATCACC

590 600 610 620 630 640 650 660
TTCTGGTCTTGTTAGAATTTGT T TACCTTTTCGGTTAGAGCG GATGTGTCGCGTTAACGCTAGCATGGATCT CACATT CAGAGA
—

670 750
TTTTGAGACACGGGCGGATATGTATATGGTGGTAATGCTGACCAAACCTCTGGCGAAGATGCGTCCGGCGTAGAT CC GGATT

A.OQQOOOAo

790 810
ATTCATACCGTCCCCCTCTACAAATGTGGTATGGCTGATTATGATCAGATAGCATGGCCTTTGCAGGGTATCTTATGGT
— —

830

2

900
ACTGTAACTGCTTTATG TTTTTGGCGTC TTCCCTAGCAAAA TACGCTGTCCCAAGAA CATCGATTTT CCATGG CcC A

GGCCTGACACCATATCCATCGCAGCTGAGATATTGTA G AG A TC A A A TG A T A C AA T C T CG C GG G
—




Clip. 1 BQ 20 WL 10 Sequence: CMVfor_CMVfor Clipped length: 877 Samples: 12964 Quality: 0-9 — Page: 3/3
Left clip: 12 Bases: 1022 10-19 — 22.05.2019
Right clip: 888 Average spacing:  13.0 20-29
Avg. qual.inclip.: 53.4 Average quality >= 10: 45, 20: 69, 30: 821 >=30 —




Clip. 1 BQ 20 WL 10 Sequence: DuetDOWN1_DuetDOWNL1 Clipped length: 1010 Samples: 16302
Left clip: 17 Bases:
Right clip: 1026

: ‘ .-.A &A&omcﬂ‘ m‘mtmmhﬂth\lmudmA “m“m

h““h‘“ﬂﬂmml‘“hmhl“lmmm‘mm‘hmmuhAhhmhﬂﬂ‘n

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: DuetDOWN1_DuetDOWNL1 Clipped length: 1010 Samples: 16302 Quality: 0-9 — Page: 2/3
Left clip: 17 Bases: 1248 10-19 E— 22.05.2019
Right clip: 1026 Average spacing:  14.0 20-29
Avg. qual.inclip.: 51.14 Average quality >= 10: 112, 20: 103, 30: 921 >=30 —

AMAn‘“huhhhﬂ““AANAA““AJAA.MJAAMAA“AA“MA Auhuuunt [\

520 540
ATCCAGCCCTCACTAGGTCCTTTGTAGCTTTCTGGCAAGGTAGACAAGCCCATTGCTGATTAGAGGAGTCAACCGTAGAATCG

590 600 610 620 630 640 650 660
AGACCGAGGAGAGGGCATTGGGTCAACAGTATAGAACCGTGGATGATGT T TGCCACCTTTATGTATGTACGGTTACCTTGTTAC

670 680 750
GACTTACGGGCGGTGTGTGTACAGAGTGACTATCATATGCTTACCGTGAGAGGTCCACTGACGGGTGCCCCGCTCAACTTCAG

XX ‘ Q ‘A- ‘AOA. 0.0aY OA. ‘A.A

760 770 830
GATACGGTCCTGGGTGCTGTTCGTGGTTAATTAATCTAGAGCTAGCGAATTCCTGTGTGAAATTGTATCGCGGGTGGCAGCT

OO XXX XS SAX X XXX

840 850 860 870 880
CTAGAGCTAGCGAATTCT TTGGTGAAAT TGT TATC CGCTCACAATTU CCACACAATCA TACGAGCCGGAA GCATAAAGTGTAAA

GCCTGGGGTGCCTAATGAGTGAGCTAACTCACAT TAATTGCGTTGCGCTCACTGCCCGCTTTCCAG T C GGGAAACCTGT




Clip. 1 BQ 20 WL 10 Sequence: DuetDOWN1_DuetDOWNL1 Clipped length: 1010 Samples: 16302 Quality: 0-9 — Page: 3/3

Left clip: 17 Bases: 1248 10-19 — 22.05.2019
Right clip: 1026 Average spacing:  14.0 20-29
Avg. qual.inclip.: 51.14 Average quality >= 10: 112, 20: 103, 30: 921 >=30 —

1000 1010 1020 1030 1040 1050 1060
cCG TG CCAGCTGCATT AA TG AA TC GG CCAACG CGCGGGGEG A G A GGCGG TTT G C GT ATT G G CcGcGcC TCTT c G C TT CCTC
— — —

1070 1080 1090 1100 1110 1120
G CTCACTG ACTCG CTGCGTC TCGG TCG T C GG C TG C GGC G AG C G TATCAGCTCAC T C A A GGCGG TT A TA C
— —

1190 1200 1210 1220 1230
cCC A G A A cC G TT A A A A GG ccC G CG A T G ccC T G GCG T T T T ccC A AT A A G G T T

C C G C (03 C C c C TG




Clip. 1 BQ 20 WL 10 Sequence: DuetUP2_DuetUP2 Clipped length: 1021 Samples: 16299
Left clip: 11 Bases:
Rightclip: 1031

AA;_@ sOA\oA.M»thullmmua‘\muﬂhmuA‘mAMJA“&MMMMA

mJAmummmmmmdmhmlmuuAhmJAAAMummmmdmx

00000000000000000
CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

333333333333333
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

44444444444444
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT




Clip. 1 BQ 20 WL 10 Sequence: DuetUP2_DuetUP2 Clipped length: 1021 Samples: 16299 Quality: 0-9 — Page: 2/3
Left clip: 11 Bases: 1237 10-19 E— 22.05.2019
Right clip: 1031 Average spacing:  14.0 20-29
Avg. qual.inclip.: 51.6 Average quality >= 10: 100, 20: 90, 30: 929 >=30 —

AMA“““MA‘A“AJM&“‘AA.ALAAA‘MMAAMAMW‘M‘“.A‘nlumntm‘““ul

510 520 530 550 560 570 580
ACTACTCTCTTCCGATGACATCCATTGTAGTGGTAGTGCACCATCTCAATTTCTTGTAGTGGTATTAAACATCCCGAATCACT

590 600 610 620 630 640 650 660
GTGCAACCTGCCTGTTTCATGGTGGCGCTAGAGCAAAACAGCGTGGATGGCGCACGC CTACCGCCCATTTGCG GCAGCAATGC

670 750
TGGCAATAGTAGCTTGTCAATTGGAACCAGTCGGATGTCAGAATGCCATTTGGAATCATGGGAAATAGGCCCTCCGTTAATT

A. ‘ ‘A. .A‘A. ‘A.A‘A-A. ‘ . . “A.A‘ . . . ‘ ‘ . .A.AQ ‘A ‘A’A‘A-A.A.A‘A’A‘AAA’A‘A‘A‘A“.“A'A‘A‘A’A‘A’A‘A.‘.A

790 810 820 830
AACTCGAGGTCGACCATATGGTGCACTCTCAGTACAATCTGCTCTGATGCCGCTACGGGCGCGCCCTCGAGGTCGACCAATT
—

OA-A.AOAOA‘A OO OAA.A.A.A‘»

880 890
GCCAAACTCTCAGTACAATCTGCTCTGATGCCGCATAGTTAAGCCAGCCCCGACACCCGCCAACACCCGCTGACGCGCCCT
— — —

920 930 940 950 960 970 980 990
G ACGGGC TT GTCTGCTCCCGGCATCC GC TTACAGACAAGCTGTGACC GTG TCC GGG AGCTGCATGTGTCAGA GGTTTTC
— — —




Clip. 1 BQ 20 WL 10 Sequence: DuetUP2_DuetUP2 Clipped length: 1021 Samples: 16299 Quality: 0-9 — Page: 3/3

Left clip: 11 Bases: 1237 10-19 — 22.05.2019
Right clip: 1031 Average spacing:  14.0 20-29
Avg. qual.inclip.: 51.6 Average quality >= 10: 100, 20: 90, 30: 929 >=30 —

1000 1010 1020 1030 1040 1050 1060
A CC G TCATCACC GAAACGCGT CGATACGAAA GGG ccTceG TG ATACGCC TA T TT T ATA GG T AA TG TCATGATAATAA
— — e —— - — — ——

1070 1080 1090 1100 1110 1120
T GG TTT CTT AG ACG TCA G T G cCAC TTT T C G G G AAA TG T GC G CGG A c Cc C TA T T G TT A TTT T C T A

y T
1190 1200 1210 1220
A A AC GG A GAGC TA GG A TA T C A CcC A T T C GI T cC G C C C T T A T TT




Left clip: 15 Bases:
Right clip:

Aqmu..mmmm...u‘mm.mhnmmmuhnm

m.nunmhnm.uJummlmmmlmnmmlm.uumm&

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT




Clip. 1 BQ 20 WL 10 Sequence: M13 rev (-29)_M13rev-29 Clipped length: 876 Samples: 12966 Quality: 0-9 — Page: 2/3
Left clip: 15 Bases: 1013 10-19 E— 22.05.2019
Right clip: 890 Average spacing:  13.0 20-29
Avg. qual.inclip.: 53.8 Average quality >= 10: 46, 20: 50, 30: 836 >=30 —

510 520 530 540 550 560 570 580
GATAGCATGGCCTTTGCAGGGTATCTTATGGTACTGTAACTGCTTTATGTTTTTGGCGTCTTCCCTAGCAAAATAG GCTGTC

590 600 610 620 630 640 650 660
CCAAGAACATCGATTTTCCATGGCAGGCCTGAACACCATATCCATCCGCAGCTGAGAATATTGTAG GAGATCAAAATGATAAZC

830 840 850 860 870 880 890
AACTATAGGG AGAGCGG CTG TCTGGATCTACG TAA TACGTCTAG TTATT GCTCAG T CGG TCCTTTATACATT A G T CC
— —

910 920
TTTG TAGCTTTCTGG CAA GG TAG AC AAG ccc A TT G C TG A TT AG A G G AG T C A cC G T A G A T CG A G A CC




Clip. 1 BQ 20 WL 10 Sequence: M13 rev (-29)_M13rev-29 Clipped length: 876 Samples: 12966 Quality: 0-9 — Page: 3/3

Left clip: 15 Bases: 1013 10-19 — 22.05.2019
Right clip: 890 Average spacing:  13.0 20-29
Avg. qual.inclip.: 53.8 Average quality >= 10: 46, 20: 50, 30: 836 >=30 —

1000 1010
ccCc G TG G TG AA TG T T T G

970 980
T




Clip. 1 BQ 20 WL 10 Sequence: M13 rev (-49)_M13rev-49 Clipped length: 912 Samples: 12964
ip: Bases:

Rightclip: 927

- \.\...,.mum.u,mmmmmmmmmmmnmdmm

TG C

st oottt sttt

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

20
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: M13 rev (-49)_M13rev-49 Clipped length: 912 Samples: 12964 Quality: 0-9 — Page: 2/3
Left clip: 16 Bases: 1036 10-19 E— 22.05.2019
Right clip: 927 Average spacing:  13.0 20-29
Avg. qual. inclip.: 52.48 Average quality >= 10: 58, 20: 68, 30: 833 >=30 —

umMthunnnummm..m.mm.umhmmud.unmluunm

520 540 560
CCCGCGAGATGGTTATCATTTTGATCTCCTACAATATTCTCAGCTGCGGATGGATATGGT GTTCAGGCTCTGCCATGGAAAATC

590 600 610 620 630 640 650 660 670
GATGTTCTTGGGACAGCCTATTTTGCTAGGGAAGACGCCAAAAACATAAAGCAGTTACAGTACCATAAGATACCCTG GCAAAGGEG

LJA_QAOAQ.&‘.A

760 770 780 790 800 810 820 830
TCGCCAGAGGT T TTGGTC CAGCATTACCACCATATACATAT CCGCCCGTGTCTCAAAATC CTCTGATGTGAGATCCATGT CTAGTC
alal = . -

840 850 860 870 880 890 900 910
G TTAACGCGACACATCCGCTCTAACCGAAAA GGTAA CAAAT TCTAA CAA G ACCAGAAA G TGATGCTAC TTACGG TCAG
— — —— ————— — — e - — — D ———

940
TAC TTAA CC TCA TCC T GC TCG AG C TGG A C GG cC G A G T G T ACG A CcCCCC TG A cC TG AA AC A TAA
—




Clip. 1 BQ 20 WL 10 Sequence: M13 rev (-49)_M13rev-49 Clipped length: 912 Samples: 12964 Quality: 0-9 — Page: 3/3

Left clip: 16 Bases: 1036 10-19 — 22.05.2019
Right clip: 927 Average spacing:  13.0 20-29
Avg. qual. inclip.: 52.48 Average quality >= 10: 58, 20: 68, 30: 833 >=30 —

980 990 1000 1010 1020 1030

ccC T CG A C TG TG ccc TTTTC TAG AA TG G A G T T TG G A CC




M13 uni (-21)_M13uni-21  Clipped length: 874 Samples: 12962
Left clip: 10 Bases:
Rightclip: 883

Clip. 1

/\\.,\.&.M.A,A.MA.A..m.uu.mmum B pall MﬂmHh

uhJunuulmmn.duuAJhuMmmmnhm.hhAmm

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT




Clip. 1 BQ 20 WL 10 Sequence: M13 uni (-21)_M13uni-21  Clipped length: 874 Samples: 12962 Quality: 0-9 — Page: 2/3
Left clip: 10 Bases: 1018 10-19 E— 22.05.2019
Right clip: 883 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.7 Average quality >= 10: 58, 20: 57, 30: 819 >=30 —

510 520 530 540 550 560 570 580
GGGTATCTTATGGTACTGTAACTGCTTTATGTTTTTGGCGTCTTCCCTAGCAAAATAGGCT GTCCCAAGAACATCGATTTTCC

620 640

590 600 610 630 650 660
ATGGCAGGCCTGAACACCATATCU CATCCGCAGCTGAGAATATTGT AG GAGATCAAAATGATAACCATCTCGCGGGTCCAAGT

670

680 690 700 710 720 730 740
TTCCCTGCATTACTGGATCTATCAACAGGAGGGTC CTATATAAGCAGAGCTGAATCTGT GTGGGCACTCGCTTCTGCGTTTCT

750 760 770 780 790 800 810 820
GAT TTAATCTGCATTTAG GTGACACTATAGAATTAACCCTC CACTAAAGGGTAATACGACTCACTATAGGGAGAGTCGGTCT

©
@
o
©

90 900

840 850 860 870
ATCTACGTAA TACGCTAG TT ATT GCTC CAG CGG TCC TTATATCATT A G T ¢CcC T TT G TAG CTTTCTG GG CAA
— —

©
=2
o
©

930 940 950 960

20
GG T AG AC AAG CCCA TT G C TG A TT AG A G A G TC AA CC G TAG A T CG AG A C G A GG AG A GGG C A TT GG G




Clip. 1 BQ 20 WL 10 Sequence: M13 uni (-21)_M13uni-21  Clipped length: 874 Samples: 12962 Quality: 0-9 — Page: 3/3
Left clip: 10 Bases: 1018 10-19 — 22.05.2019
Right clip: 883 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.7 Average quality >= 10: 58, 20: 57, 30: 819 >=30 —




Clip. 1 BQ 20 WL 10 Sequence: M13 uni (-43)_M13uni-43  Clipped length: 899 Samples: 12964
Left clip: 11 Bases:
Rightclip: 909

Q\‘...o m&.@tuMMM“uNMummhlmm‘ mmm anmu

lunmn.dummhnhu.mmm.n.hmmhmmuuumhmum

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT




Clip. 1 BQ 20 WL 10 Sequence: M13 uni (-43)_M13uni-43  Clipped length: 899 Samples: 12964 Quality: 0-9 — Page: 2/3

Left clip: 11 Bases: 1023 10-19 E— 22.05.2019
Right clip: 909 Average spacing:  13.0 20-29
Avg. qual.inclip.:  53.0 Average quality >= 10: 61, 20: 48, 30: 838 >=30 —

520 530 540 560 570 580
TGTAACTGCTTTATGTTTTTGGCGTCTTCCCTAGCAAAATAGGCTGTCCCAAGAACATCGATTTTCCATGGCAGGCCTGAACA

590 600 610 620 630 640 650 660
CCATATCCATCCGCAGCTGAGAATAT TGTAGGAGATCAAAATGATAACCATC CTCGCGGGTCCAAGT T TTCCCTGCATTACTGGA

hb‘ou“u..‘.o

680 700 710 720
TCTATCAACAGGAGGGTCTATATAAGCAGAGCTGAATCTGTGTGGGCACTCGCTTCTGCGTTCTGATTTAATCT GCATTTA

670

750
GGTGACACTATAGAATTAACCCTCACTAAAGGGTAATACGACTCACTATAGGGAGAGCGGCTGTCTGGATCTACGTAAT

830 850 860 870 880 890 900
ACGCTAGTTATTGCTCAGCGGTCCTTATACATTA GGT CCTTTG TAGT CTTTT CTGGT CAA GG TAG AC AAG CCC A T TG
— —

910 920 930 940 950 960
c TG A TT AG A GG AG TCAA CC G TAG AA T CG AG ACC G A GG A G AGGGEG C A TT G G T C A C AG TA T AG A A cc G T




Clip. 1 BQ 20 WL 10 Sequence: M13 uni (-43)_M13uni-43  Clipped length: 899 Samples: 12964 Quality: 0-9 — Page: 3/3

Left clip: 11 Bases: 1023 10-19 — 22.05.2019
Right clip: 909 Average spacing:  13.0 20-29
Avg. qual.inclip.:  53.0 Average quality >= 10: 61, 20: 48, 30: 838 >=30 —

970 980 990 1000 1010 1020
TC AATG A TGG T GG C A CG T T T AT G T TA TG T A C GG CTT A CCC T TGG T T A Cc G AA CC T




Clip. 1 BQ 20 WL 10 Sequence: pBABE3_pBABE3 Clipped length: 942 Samples: 16301
Left clip: 16 Bases:
Rightclip: 957

RO Am..Au.uu.mmmnmuMMummnnh“

Amm.mhmthhALnMAhAuumhmmmxﬂmmhmmmmh

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

000000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

444444444444444444444444
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: pBABE3_pBABE3 Clipped length: 942 Samples: 16301 Quality: 0-9 — Page: 2/3

Left clip: 16 Bases: 1238 10-19 E— 22.05.2019
Right clip: 957 Average spacing:  14.0 20-29
Avg. qual. inclip.: 53.44 Average quality >= 10: 87, 20: 88, 30: 917 >=30 —

hnummunh.umhumnm.thmmm.u. un‘uhhhh‘nuhtu

500 510 520 530 550 580
CGGGTCCAAGTTTCCCTGCATTACTGGATCTATCAACAGGAGGGTCTATATAAGCAGAGCTGAATCTGTGTGGGCACTCGCTT

590 600 610 620 630 640 650 660
CTGCGTTCTGATTTAATCTGCATTTAGGTGACACTATAGAATTAACCCTCACTAAAGGGTAATACGACTCACTATAG GG GAGAG

670 680 690 710 720 730 740
CGGCTGTCTGGATCTACGTAATACGCTAGTTACTTTATCCAGCCCTCACTAGGTCCTTTGTAGCTTTCTGGCAAGGTAGACAA

830 910
TGTTGCCACCTTTATGTATGTACG GT TACCTTGTTACGACTTACGGGCGGTGTGTGTACAGAGTGACTATCATATGCTTAC

920 930 940 950 960 990
CGTGAGAGGTCCACTG ACGGG TGCCCCGCTTCAACTTTCA GGATAC GGTCC T GGG TGCTGTTCGTGG TTTAATTAATCTAGA
— —




Clip. 1 BQ 20 WL 10 Sequence: pBABE3_pBABE3 Clipped length: 942 Samples: 16301 Quality: 0-9 — Page: 3/3

Left clip: 16 Bases: 1238 10-19 — 22.05.2019
Right clip: 957 Average spacing:  14.0 20-29
Avg. qual. inclip.: 53.44 Average quality >= 10: 87, 20: 88, 30: 917 >=30 —

1000 1010 1020 1030 1040 1050 1060
GCTAGCGAA TTCC TGTG TGA A TTG TATCG CGGGG TGG CAGCTCTAG A AGCTAGCGAA TTC TTT GG TGAAA TTG TT A T
—— — w— — —

1070 1080 1090 1100 1110 1120 1130
cCCcCG C TCACAA TT CCACCA C A CA TA CG AG CC GG A G C ATAAA G TG T A A G CC TGG G G T G C T A TG AG TG AG
— —

T T LI B Al LI T il T LI T T T T I¥ T L) T LI B B

1190 1200 1210 1220
G C TG C A T A TGG AA TC G ccC A CcG C Cc C G G G A A A G ccC G A T T G G (] G T
————__ ———




Clip. 1 BQ 20 WL 10 Sequence: pBABE5_pBABES Clipped length: 990 Samples: 16301
Left clip: 14 Bases:

Rightclip: 1003

o> % ,s‘ge.u“M»M A.AAM-MAA.MN‘MA“‘«NAM‘ ]

10
C T GG CA

A

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC




Clip. 1 BQ 20 WL 10 Sequence: pBABE5_pBABES Clipped length: 990 Samples: 16301 Quality: 0-9 — Page: 2/3

Left clip: 14 Bases: 1252 10-19 E— 22.05.2019
Right clip: 1003 Average spacing:  14.0 20-29
Avg. qual. inclip.:  51.36 Average quality >= 10: 111, 20: 98, 30: 912 >=30 —

Mhh‘tMAM‘MAMALAAM“MMM“M“AA“MA“A“AA“hl““ahutua“tuu

520 530 550 570
CGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGA

590 600 610 620 630 640 650 660
GCGGTATCAGCTC CACTCAAAGGCGGTAATACGGT T TATCCACAGAATCAGGGGATAACGCAGGAAAGAACATGTGAGC CAAAAGGEG

710
CCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAA
—

750 770
ATCGACGCTCAAGTCAGAGGTGGCGAAACCCGAC/-\GGACTATAAAGATACCAGGCGTTTCCCCCTG GAAGCTCCC TCGTGCGC

840 850 860 870 900 910
TCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGG CGCTTTCTCATAGT CTTCA
— —

990

920 930 940 950 970
CGCTGTA GTATCTCAGTTCGGTGTA GGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAA ccccccec e TTCAGCCCGACC
- — —




Clip. 1 BQ 20 WL 10 Sequence: pBABE5_pBABES Clipped length: 990 Samples: 16301 Quality: 0-9 — Page: 3/3

Left clip: 14 Bases: 1252 10-19 — 22.05.2019
Right clip: 1003 Average spacing:  14.0 20-29
Avg. qual. inclip.:  51.36 Average quality >= 10: 111, 20: 98, 30: 912 >=30 —

2l S > e O

1000 1010 1020 1030 1040 1050 1060

G cT1TGCGTCC TTATCC GG TAA CTATCGTCTTG AG TCC AA CCC GG T A cC TTA TC G CCACTG GCAG CAG CCA

G A
— —— — — — — e——— — —— — — — —

1070 1080 1090 1100 1110 1120 1130
cC T G T AACA GG A TT AG CA G AG C G AGG TA TG T A GGC GG TG C T ACA G AG TTC TT G AA G TG G TGG cCccC T AA C TA

1
1140 1150 1160 1170 1180 1190
cC GG CcC TACC C TAG A G A C A G TATTT GG TA T C T GG CG C TC T G cC T G A G TC A G T A CC TT C G A

1200 1210 1220 1230
A A G & TT G C T A G cTC T T G AA T C G T C A A C A A c C AC C G A C T G G TTA G
T T T LI T T T T
1240 1250
GC G G G GT GI G A A T A




Clip. 1 BQ 20 WL 10 Sequence: pcDNA3_rev_pcDNA3_rev Clipped length: 874 Samples: 12783
Left clip: 6 Bases:
Rightclip: 879

o mA@A\ummz ,mmA.MAm.uAmAmhmuAmdm

u‘umhhhmm mmuuw Amuuh“Ahmmunhh“muunuum

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

00000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT




Clip. 1 BQ 20 WL 10 Sequence: pcDNA3_rev_pcDNA3_rev Clipped length: 874 Samples: 12783 Quality: 0-9 — Page: 2/3
Left clip: 6 Bases: 1008 10-19 E— 22.05.2019
Right clip: 879 Average spacing:  13.0 20-29
Avg. qual. inclip.:  49.58 Average quality >= 10: 80, 20: 70, 30: 792 >=30 —

510 520 540 560 570 580
CATCCGCAGCTGAGAATATTGTAGGAGATCAAAATGATAACCATCTCGCGGGTCCAAGTTTCCCTGCATTACTGGATCTATCA

620 640
ACAGGAGGGTCTATATAAGCAGAGCTGAATCTGTGTGGGCACTCGCTTCTGCGTTCTGATTTAATCTGCATTTAGGTGACACT

 S>o00 ‘,Aoou. A0

670 680 690 730 740
ATAGAATTAACCCTCACTAAAGGGTAATACGACTCACTATAGGGAGAGCGGCTGTCTGGATCTACGTAATACGCTAGTTAT

> X X o000l
750 760 770 780 790
T GC TCAGCGGTCCTTATACATTA CGTCCTTTGTAGCTTTTCTGGT CAA GGTAGACAAGCCCATTGCTGATTAGAGGAGTC
Ll

830 860 880 890 900
AA C CG TAG AATCGAG ACCGAGGAGAGGGCATTGGG TCAACAGTATAG AA CC G TGG ATGATG TT G CC A CC TTT ATG
—

910 920 930 940 950 960
TATG TAC GG TTATCC TT G T ACG AC TT AC GGG C GG TG TG TG T ACA G A G TTT G A T C A T GA C TC AG ccC G G
—




Clip. 1

BQ 20 WL 10

Sequence: pcDNA3_rev_pcDNA3_rev Clipped length:
Left clip:
Right clip:
Avg. qual. in clip.:

874

6

879
49.58

Samples: 12783 Quality:
Bases: 1008

Average spacing:  13.0

Average quality >= 10: 80, 20: 70, 30: 792

0-9 — Page: 3/3
10-19 — 22.05.2019
20-29

>=30 —




=l
[
)
3
n S
@
@
i
N
©
3
N

Left clip:- 14  Bases:
|||||||

\O»AQAAAOAM«AMMM‘&MMJMMMhmMu““AMmumn

mmhhmmunummmmmmumlhmhmnmmummnm

00000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000000
CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: pCEP-Reverse_pCEP-Reve@ipped length: 829 Samples: 12964 Quality: 0-9 — Page: 2/3
Left clip: 14 Bases: 1014 10-19 — 22.05.2019
Right clip: 842 Average spacing:  13.0 20-29
Avg. qual. inclip.:  54.51 Average quality >= 10: 56, 20: 71, 30: 799 >=30 —

AAAAA.AMAMJANMA“A.MAMLlhuuuudldnuuuu.n. .mhmmh“

520 530 540 560
CATCTCGCGGGTCCAAGTTTCCCTGCATTACTGGATCTATCAACAGGAGGGTCTATATAAGCAGAGCTGAATCTGTGTGGGCA

610 620
CTCGCTTCTGCGTTCTGATTTAATCTGCATTTAGGTGACACTATAGAATTAACCCTCACTAAAGGGTAATACGACTCACTAT

‘Aoohu‘uoh&hu@.&qu

680 710 740
AGGGAGAGCGGCTGTCTGGATCTACGTAATACGCTAGTTATTGCTCAGCGGTCCTTATACATTAGGTCCTTTGTAGCTTTC

820

870 880 890
GTATAGAACCGTGG ATGATGTTGCCACCTTTATGTATGTAC GG TTACC TTTG TT ACGAC TT A C GGG cC GG TG TG TG

910
TA CAG AG TTT G A TCATGG C T C AG C G GG AG AG TT G AG A G TT C A C TG A C GGG TG c C C ¢ C T C AA C TTT
B —— — — —




Clip. 1 BQ 20 WL 10 Sequence: pCEP-Reverse_pCEP-Reve@ipped length: 829 Samples: 12964 Quality: 0-9 — Page: 3/3
Left clip: 14 Bases: 1014 10-19 — 22.05.2019
Right clip: 842 Average spacing:  13.0 20-29
Avg. qual. inclip.:  54.51 Average quality >= 10: 56, 20: 71, 30: 799 >=30 —




Rightclip: 907

3\@‘m)‘z&“umAmhm““th“nml.uhdﬂt‘“mlA

hh“mmmuunhhxm‘ummhmmmlAmxhﬂmmhmm

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

42
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: pCR3.1-BGHrev_pCR31BGEitpped length: 888 Samples: 12965 Quality: 0-9 — Page: 2/3
Left clip: 20 Bases: 1016 10-19 E— 22.05.2019
Right clip: 907 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.7 Average quality >= 10: 53, 20: 64, 30: 822 >=30 —

. ‘mhmmm..m.mtm.mm

510 520 530 540 550 560
CCTGCATTACTGGATCTATCAACAGGAGGGTCTATATAAGCAGAGCTGAATCTGTGTGGGCACTCGCTTCTGCGTTCTGATTT

610 640 660
AATCTGCATTTAGGTGACACTATAGAATTAACCCTCACTAAAGGGTAATACGACTCACTATAGGGAGAGCGGCTGTCTGGAT

670

690 710 720 730 740
CTACGTAATACGCTAGTTATTGCTCAGCGGTCCTTATACAT TAGGTCCTTTGTAGCTTTCT GG CAAGGTAGACAAGCTCTCAT

‘ ‘A’A.A.AbA.A.A.A.A’ ’.'A.A
750

800
TGCTGATTAG/-\GGAGTCAAC CGTAGAATCGAGAC CGAGGAGAGGGCATTGGG TCAACAGTATAGAACCGTGGATGATGT

830 860 870 880 890 900
TGCCACCTTTATGTATGTAC GGTTACCTTGTTACGACTTACGGG cCGG TG TG TG TACAG AG TTT G ATCATGG C T CA

910 920 930 940 950 960
G CGG G AG AG TTG AG A GG T CC A C TG A C GGG TG CcCCcCcC G C T C A CCTT CA G AT A C GG T C T G G G TG cC T GC
—




Clip. 1 BQ 20 WL 10 Sequence: pCR3.1-BGHrev_pCR31BGEitpped length: 888 Samples: 12965 Quality: 0-9 — Page: 3/3

Left clip: 20 Bases: 1016 10-19 — 22.05.2019
Right clip: 907 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.7 Average quality >= 10: 53, 20: 64, 30: 822 >=30 —

— e

T
1000 1010

LI |
970 980 990
TG TG A A A TTTG cC T AA T

T C G T GA TT G T A TC T AG A G CC T AG CcC G C

—
T T T T 1
GT C T G




AJAH.nummmmLmu“nnhﬂhnhmnﬂnmm‘hmuﬂm

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: pEX-For_pEX-For Clipped length: 897 Samples: 12962 Quality: 0-9 — Page: 2/3

Left clip: 12 Bases: 1020 10-19 E— 22.05.2019
Right clip: 908 Average spacing:  13.0 20-29
Avg. qual. inclip.:  52.35 Average quality >= 10: 58, 20: 63, 30: 820 >=30 —

510 520 540 560 570
GTAAAACGACGGCCAGTAGGGTTTTCCCAGTCACGACGTTGGTCGTCAGACTGTCGATGAAGCCCGTTCGACCCCGCCTCGAT

590 600 610 620 630 640 650 660
CCGGCTAACTAGAGAACCCACTGGGCAACTAGAAG GCACAGTCAGAGCTCGTTTAGTGAACCGGTGGTTTGTCCAAACTCAT

670 690
CTAGAAGGCACAGTCGAGGGATCACTCTCGGCATGGACCATTTTATGTTTCAGGTTCAGGGGTCGTAACAACTCCGCCCG

750
TCCAGCTCGACCAGGATGAGGTTAAGTAAAGCGTCTGACCGTAAGTAGCATCACCTTCTGGTCTTGTTAGAATTTGTTA

GCGGATGTGTCGCGTTAACGCTAGCATGG ATCTCACATCAGAGATTTTGAGACACGGGC

A
— — —— — — — — — ——

920 940 950 960

910
GG ATATG TATATG GG TGG TAATGCTGACCAAACC T C TGGG CGG AA G A TG C G T C G G CG T A G AT CC GGG A
— —




Clip. 1 BQ 20 WL 10 Sequence: pEX-For_pEX-For Clipped length: 897 Samples: 12962 Quality: 0-9 — Page: 3/3

Left clip: 12 Bases: 1020 10-19 — 22.05.2019
Right clip: 908 Average spacing:  13.0 20-29
Avg. qual. inclip.:  52.35 Average quality >= 10: 58, 20: 63, 30: 820 >=30 —

970 92‘30 990 1000 1010
T AA T C A TTA c G T C C C C C T C TA C A AA TG TG G T A T GG A C TG A A T TA TTG A T C A G




Clipped length: 896 Samples: 12580
Left clip: 10 Bases:
Rightclip: 905

Clip. 1

OO0y \ VM N P

mhﬂnm‘mAﬂumlunhmhmnuuﬂnmﬂhuuhnmmmu

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

2
CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: pEX-Rev_pEX-Rev Clipped length: 896 Samples: 12580 Quality: 0-9 — Page: 2/3
Left clip: 10 Bases: 1009 10-19 E— 22.05.2019
Right clip: 905 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.3 Average quality >= 10: 66, 20: 72, 30: 819 >=30 —

uhm.hmm‘unu.“umm‘u.memum.Amhmmum“numu

510 520 530 550 560 570 580
TTATATAGACCCTCCTGTTGATAGATCCAGTAATGCAGGGAAACTTGGACCCGCGAGATGGTTATCATTTTGATCTCCTACAA

590 600 610 620 630 640 650 660
TATTCTCAGCTGCGGATGGATATGGTGTTCAGGCCTGCCATGGAAAATCGATGT TCTTGGGACAGCCTATTTTGCTAGGGAA

670 680 690 700 710 720 730 740
GACGCCAAAAACATAAAGCAGTTACAGTACCATAAGATACCCTGCAAAGGCC CATGCTATCT GATC CATAATT CAGCTCATACTCACA

XX
750
TTTGTAGAGGGGGACGGTATGAATAATCCGGATCTACGC CG GACGCATCTTCGCCAGAGGTTTGGTCAGCATTACCACCA

830
TATACATATCCGCCCGTG TCTCAAAATCTCTGATGTGAGATCCATGCTAGCG TT AACGCGACACATCCGCTCTAA ccC

G AA AA GG T A C A A TTCT A C A G A CC AG AT GTGATGCTACTTACGG TCAG A CG C TTT A C TT A cCcC T CA
—




Clip. 1 BQ 20 WL 10 Sequence: pEX-Rev_pEX-Rev Clipped length: 896 Samples: 12580 Quality: 0-9 — Page: 3/3

Left clip: 10 Bases: 1009 10-19 — 22.05.2019
Right clip: 905 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.3 Average quality >= 10: 66, 20: 72, 30: 819 >=30 —

990 1000
A G C TGGG A C GGGGG CGGGG AG T TG T T A C G




Rightclip: 915

S ot ..o,‘um.m.uuma.m.humhmhmhmmnmu

GG T

mﬂuﬂm It lnhuhnmhmAmﬂmmnum mhMHAh

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

333333333333333
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

444444444444444
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT




Clip. 1 BQ 20 WL 10 Sequence: pJET1.2for_pJET12for Clipped length: 902 Samples: 12961 Quality: 0-9 — Page: 2/3

Left clip: 14 Bases: 1028 10-19 E— 22.05.2019
Right clip: 915 Average spacing:  13.0 20-29
Avg. qual. inclip.: 5251 Average quality >= 10: 68, 20: 65, 30: 815 >=30 —

mmuuAunuumummhmuh.mmmmmuumm.ummmu.a

540
AATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTCGGTCG

590 620 670
TTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCGGTAATACGGT TATCCACAGAATCAGGGGATAACGCAGGAAAGAAC

680 690 700 720 740 750
AT GTGAGCAAAAGGCC CAGCAAAAGGCC CAGGAACCGT A AAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTG

760 770 780 790 810 820 830
ACGAGCATCACAAAAATC CGACGCTC CAAGTCAGAGGTGGCGAAACTCTCG A CAGG ACTATAAAGATACCAGG CGTTTOCCCCCTG
- — —

870 880 900 910

850
AAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGC

920 940 950 960 970
G cG C T TCTCATAGCTCACG C TG TA G T A TC T CAG TT C GG TG TA G T CG T CG C T C A G C T G G cC TG TG
—




Clip. 1 BQ 20 WL 10 Sequence: pJET1.2for_pJET12for Clipped length: 902 Samples: 12961 Quality: 0-9 — Page: 3/3
Left clip: 14 Bases: 1028 10-19 — 22.05.2019
Right clip: 915 Average spacing:  13.0 20-29
Avg. qual. inclip.: 5251 Average quality >= 10: 68, 20: 65, 30: 815 >=30 —




Samples: 12964
Bases:

Clip. 1
Right cIip 8888

,IA .‘.I,MDM\.M“ ml.‘.mm.mmuumumm.unmnmn

AhmmmmMhlmmmuLmhhmmmhuAhhnmhummhu

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

00000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

222222222222222
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

333333333333
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

444444444444444
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG




Clip. 1 BQ 20 WL 10 Sequence: pJET1.2rev_pJET12rev Clipped length: 871 Samples: 12964 Quality: 0-9 — Page: 2/3

Left clip: 11 Bases: 1015 10-19 E— 22.05.2019
Right clip: 881 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.71 Average quality >= 10: 64, 20: 62, 30: 817 >=30 —

AuummunAmu«.uAmhnumL‘uuuuu“.AA.m...uu‘u.hhmu

510 530 540 550 5 570 580
GTGCCCCGCTCAACTTCAGGATACGGTCCTGGGTGCTGTTCGTGGTTAATTAATCTAGAGCTAGCGAAT TCCTGTGTGAAATT

590 600 610 620 630 640 650 660
GT TATCCGCTCACAATTCCACACAACATACGAGCCGGAAGCATAAAGTGTAAAGCC CTG GGGTGCCTAATGAGTGAGCTAACTC

670 680 690 700 710 720 730 740
ACAT TAATTGCGTTGCGCTCACTGCCCGCTTTCCAGTT CG GG A ACCTGTCGTGCCAGCTGCATTAAT GAATCGG GCCAACGTC

830 840 850 860 870
AGCGG TATCAGT CTT CACTTC A A GG C GG TAATAC GG TT AT CCACAG AA T CA G GG ATAA CG CA G A A GAA CA
— — — —

880 890




Clip. 1 BQ 20 WL 10 Sequence: pJET1.2rev_pJET12rev Clipped length: 871 Samples: 12964 Quality: 0-9 — Page: 3/3

Left clip: 11 Bases: 1015 10-19 — 22.05.2019
Right clip: 881 Average spacing:  13.0 20-29
Avg. qual.inclip.:  52.71 Average quality >= 10: 64, 20: 62, 30: 817 >=30 —

990 1000 1010
cC T CCG ccCcc C C TG A C G A G C A T C A C AAAAAAA T C G A CCG cc T C A AG TTC A A A A G




p Q20 Wi q pLKO1_pLKO1 pped leng Samples: 16303 Quality — Page:
ftclip: 12 ~ Bases: — 2.05.
ght clip: ge spacing
g. qual. in clip.: ge q —

/L\\a‘ A&AOA“A\J}AA_JAMAAAC“MMLMAU.Ahhh“.n AV

oot sttt ot o s e

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC

AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA




Clip. 1 BQ 20 WL 10 Sequence: pLKO1_pLKO1 Clipped length: 1016 Samples: 16303 Quality: 0-9 — Page: 2/3

Left clip: 12 Bases: 1230 10-19 E— 22.05.2019
Right clip: 1027 Average spacing:  14.0 20-29
Avg. qual.inclip.:  51.75 Average quality >= 10: 106, 20: 83, 30: 935 >=30 —

510 520 540 550 560 580
GCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAAC

590 600 610 620 630 640 650 660
CCGACAGGACTATAAAGATACCAGGCGT T TTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACTCGG

&ob‘-,b“.o XOXNCX QA ~ XN

670 740
ATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCTCACGC TGTAGGTATCTCAGTTCGGTGTAGGT

&.Qoopo--¢pp‘. SOOI KX

750 820
CGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGA

830 860 870 900
GTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGC/-\GAGCGAGGTATGTA GG C
—

920 930 940 980
GGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTAC GGCTACACTAGAA G AA CAGTATTTGGTATCTGCGCTCTGCTG




Clip. 1 BQ 20 WL 10 Sequence: pLKO1_pLKO1 Clipped length: 1016 Samples: 16303 Quality: 0-9 — Page: 3/3

Left clip: 12 Bases: 1230 10-19 — 22.05.2019
Right clip: 1027 Average spacing:  14.0 20-29
Avg. qual.inclip.:  51.75 Average quality >= 10: 106, 20: 83, 30: 935 >=30 —

990 1000 1010 1020 1030 1040 1050
AA G CC AG TTACC TTTC GG AAAAAGGAG TT GG TAGC TCTTGATT CC GG C AAA C AAA CC A CC G C TG G TAG C GG TGG TT
— —

1060 1070 1080 1090 1100 1110 1120
TTTTTT G TTT G C AAG C AG CAG A TT ACG CG CA G AAAAAAA G A TC TC A G A G A T CC TTT G A TC TTTTT C T

1130 1140 1150 1160 1170
A C GG GG T C TG A C GCCTTCAG TG G A CcC G A A A cC T C A C G T A G C A T T T G T TC A T G A A

T
1180 1190 1200 1210
TA T C A A A C GG A T C T cC A C T A G A T C T T T T A AA T T A A A A A TG G G A

1220
G G T T T T A A A AT




Clip. 1 BQ 20 WL 10 Sequence: T7 term_T7term Clipped length: 860 Samples: 12787
Left clip: 5 Bases:
Right clip:

o AA«MAU.Ju.LA‘mM‘AA“M.AMMMM.MLMU“A“A

AhmﬂuummnmmdAMhhmmnmhMmLmanm“AmAm

TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

444444444444444444444444
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG




Clip. 1 BQ 20 WL 10 Sequence: T7 term_T7term Clipped length: 860 Samples: 12787 Quality: 0-9 — Page: 2/3

Left clip: 5 Bases: 1007 10-19 E— 22.05.2019
Right clip: 864 Average spacing:  13.0 20-29
Avg. qual. inclip.:  53.31 Average quality >= 10: 56, 20: 67, 30: 810 >=30 —

MMMMMAAAAMAA“AhAMAMMMAMAAA“hnA.h,aha“hA“AuAmJauAuu

500 530 550 570 580
T TccecTTCCTCGCTCACTGACTCGCTGCGCTCGGTCGTTCGGCTGCGGCGAGCGGTATCAGCT CACTC CAAAGGCGGTAATAC

590 600 610 620 630 640 650 660
G GTTATCCACAGAATCAGGGGATAACGCAG GAAAGAACAT GTG AGCAAAAGGCCAGCAAAAGGCC CAGGAACCGTAAAAAGSGCC

750 760 770 780 790 800 810 820
C GACAGG ACTATAAAGATACCAGGTC CGT T TTCCCCTCTGT AAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGC CCGCTT ACC

880 900

830 840 850 860 870 890
GG ATACC TG TCC G ECC TTTCTOCCC TT CGGG AAG CG TG cGGCT1TTTCTCATAGT CTT CACGT CTGTA G TATC TCAG TT C GG
— — —

910 920

930 940
TG TA G T CG TTCGTCTCC A G C T GGG C TG TG TG CACG AA cccccc ¢ T CAG ccc G A C GG C TG CG C T A




Clip. 1 BQ 20 WL 10 Sequence: T7 term_T7term Clipped length: 860 Samples: 12787 Quality: 0-9 — Page: 3/3

Left clip: 5 Bases: 1007 10-19 — 22.05.2019
Right clip: 864 Average spacing:  13.0 20-29
Avg. qual. inclip.:  53.31 Average quality >= 10: 56, 20: 67, 30: 810 >=30 —

970 980 990 1000
T C GG T A C T A T C G T C T T G A G T CC A A c c Cc G G T A AGAAA CA Cc G AA C




Rightclip: 919

C A CR0n0o000Y) ;MAA‘MA\.A“MM“MMA‘ﬂ““‘mmm"mlhh‘

mumAhﬂm.nﬂmmumAmmhnmmmnuhmumun.anm

mmmmllttmhxnhtmdmhhnmhuhhmumAmmhuhun.m

000000000000000000000000000
TTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTTT

000000000000000000000000
GGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGGG

000000000000000000000000
AAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAAA

000000000000000000000000000
CCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCCC




Clip. 1 BQ 20 WL 10 Sequence: T7_T7 Clipped length: 906 Samples: 12827 Quality: 0-9 — Page: 2/3

Left clip: 14 Bases: 1018 10-19 E— 22.05.2019
Right clip: 919 Average spacing:  13.0 20-29
Avg. qual.inclip.: 52.74 Average quality >= 10: 62, 20: 59, 30: 827 >=30 —

mhmuuummmhlmummuuhmnummumuuumu.mnu

510 530 560 570 580
TAATGAATCGGCCAACGCGCGGGGAGAGGCGGTTTGCGTATTGGGCGCTCTTCCGCTTCCTCGCTCACTGACTCGCTGCGCTC

590 600 0 620 630 640 650 660
GGTCGTTCGGCTGCGGCGAGCGGTATCAGCTCACTCAAAGGCG GTAATACGGT TATCCACAGAATCAG GG GATAACGCAGGAA

670 680 690 700 710 730 750
AGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCC

870 910
cCcCC TGG AAGCTCCC TCGTGCGCTCTCC TG TTCCGACCCTG CCGCTTACCGG ATACCTG T CC GCCCTTTCTCCCTTTCG

920 940 950 960 970
GG AA G CG TG c G C T TCTCATAGCTCACGCTG T A G T A TCTZC AG T C G TG T A G T CGG T CG C T C A G
—




Clip. 1 BQ 20 WL 10 Sequence: T7_T7 Clipped length: 906 Samples: 12827 Quality: 0-9 — Page: 3/3

Left clip: 14 Bases: 1018 10-19 — 22.05.2019
Right clip: 919 Average spacing:  13.0 20-29
Avg. qual.inclip.: 52.74 Average quality >= 10: 62, 20: 59, 30: 827 >=30 —

C T GGG cC TG TG TG C A CG AA c cccccc G T T C A G c cc GG A CCcCGG C G G C




Clip. 1 BQ 20 WL 10 Sequence: U6_fwd_U6_fwd Clipped length: 951 Samples: 16301 Quality: 0-9 — Page:1/3
Left clip: 11 Bases: 1216 10-19 E— 22.05.2019
Right clip: 961 Average spacing:  14.0 20-29
Avg. qual. inclip.:  49.51 Average quality >= 10: 115, 20: 98, 30: 857 >=30 —

AA'&&. OO ‘Au“o‘.num‘tu‘mmuhﬂum.nhuumhum

® CG T C TCTGATCCGACTGGTTCATTGACAGCTACTATTGCCAGCATTGCTGCCGCAAATGGGCGGTAGGCGTGCGCC

s A s s\ AN A )

ATCCACGCTGTTTTGCTCTAGCGCCACCATGAAACAGGCAGGTTGCACAGTGATTCGGGATGTTTAATACCAC TACAAGAAATT

hhhdnﬂﬂhﬂlhu‘Ahhhlh AhA‘A‘AAAAA““‘AAA‘AAAAA‘AAA‘AAAAAAA‘AAAAA N

GAGATGGTGCACTACCAC TACAATGGATGTCATCGGAAGAGAGTAGTTTTTCACTTCACAGGTCGATAAGCATGCGTAGGAGAA

A‘AAAA“AAA“A‘AAAAAAAAAAAA“AAAM‘AAAAAAA“A‘“AAA‘A“AAA“AA‘“AAAA‘AAA‘““A

330
AGAGTCTTAAGTAATCTAGATAACGAGCCCAGCAACACCAAGTGAGTTTCGTCACCAGTACAGGAAACAGCTATGACCTGTAAA

420 430 440 450 460 470 480 490
AACTAGAGAACCCACTGGGCAACTAGAAGTC CACAGTCAGAGCTCGT TTAGTGAACCGGTGGTTTGTCCAAACTCATCTAGAAGGEG
—




Clip. 1 BQ 20 WL 10 Sequence: U6_fwd_U6_fwd Clipped length: 951 Samples: 16301 Quality: 0-9 — Page: 2/3

Left clip: 11 Bases: 1216 10-19 E— 22.05.2019
Right clip: 961 Average spacing:  14.0 20-29
Avg. qual. inclip.:  49.51 Average quality >= 10: 115, 20: 98, 30: 857 >=30 —

500 530 540 560 580
CACAGTCGAGGGATCACTCTCGGACCCTAACTGACACACATTCCCATGGACCATTTTATGTTTCAGGTTCAGGGGTCGTAACA

590 600 610 620 630 640 650 660
ACTCCGCCCGTCCAGCTCGACCAGGATGAGGTTAAGTAAAGCGTCTGACCGTAAGTAGCATCACCT T TCTGGTCTTGTTAGAAT

XOOSOSD ‘A..Q

670 680 690 710 720 740
TTGTTACCTTTTCGGTTAGAGCGGATGTGTCGCGTTAACGCTAGCATGGATCTCACAGATTATGCGGCCGTGTACAATCAG

AGATTTTGAGACACGGGCGGATATGTATATGGTGGTAATGCTGACCAAACCTCTGGCGAAGATGCGTCCGGCGTAG AT CCG

830 840 850 860 870 880 890
GATTATTCATACCGTCCCCCTCTACAAATGTGGTATG G CTGATTATGATT CAGATAGTCATGEG CCTTTGTCA GGGTATCTTATG
— — — — —

> \&-.vé.\..v.-.v\. .

910 950 960 970 980
GTACTGTAACTGCTTTATGTTTTTGGCGTCTTCCCTAGCAAAATA G CTGTT CCC AAG AACATCGATTTT CCAT G GCA




Clip. 1 BQ 20 WL 10 Sequence: U6_fwd_U6_fwd Clipped length: 951 Samples: 16301 Quality: 0-9 — Page: 3/3

Left clip: 11 Bases: 1216 10-19 — 22.05.2019
Right clip: 961 Average spacing:  14.0 20-29
Avg. qual. inclip.:  49.51 Average quality >= 10: 115, 20: 98, 30: 857 >=30 —

990 1000 1010 1020 1030 1040 1050
G CC TG A CACCATATCC AT CC GCAGTC CTGAG AAT ATTTG T A G AG ATC A A TG AT A cC A TC TCG CGG G T CC A G T
e —— — D — — —— — —

1060 1070 1080 1090 1100 1110
T CCC TG CAA T ACTGG A TC TATC AA CA GG AGGG TCTATA T A G C AG AG cC TG A TC TG TG TG G C AC TCGSC

1120 1130 1140 11‘50 1160
T C T G C G T CT G A T A TC T G CA T T A G TG A C C T AT G A cCT A ccC T A C T A C GG

1170 1180 1190 1200
T AA T CcC G A T C A C A TA TA C G A A G C G C TG T C T GG A A Tc T A CcC G T A
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