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	General Information

	mRNA name:
Target mRNA length:  _____________

	mRNA scale:
☐  100 µg (default)          ☐  150 µg          ☐  200 µg          ☐  Other:  _____

	DNA template source:
☐  Provided by Eurofins Genomics*
*Note: ≥ 20 µg of DNA template will be required for 100-250 µg of mRNA production.
DNA template type:
☐  Circular plasmid*                                 
* Which restriction enzyme is required to linearize your template:  _____________
DNA template length:  _____________   

	Does the DNA template contain a T7 promoter?
☐  Yes. If so, please provide the T7 promoter sequence:  _____________
☐  No, add the following T7 promoter to the template:  _____________

	Does the mRNA contain 5’ UTR and/or 3’ UTR sequences?
☐  Yes          ☐  No

If yes, please copy and paste your UTR sequences:
5’ UTR:  __________________________
3’ UTR:  __________________________

If no, please choose which UTRs you want for your mRNA:
☐  None
☐  HBB gene as 3’ UTR
☐  HBA1 gene as 3’ UTR
☐  If you prefer other UTRs, please provide the sequences:
5’ UTR:  __________________________
3’ UTR:  __________________________




	mRNA Synthesis

	5’ Cap structure:
☐  Yes (default - Cap1)
☐  Other (add the following cap):*  _____________
☐  None
*please note: If you require a 5′-end modification for subsequent click conjugation, please select “None” instead of “Other” at this step.

Poly(A) tail:
☐  50 nt          ☐  100 nt          ☐  None          ☐  Other

	








	Modified Nucleotides for downstream click modification

	5´-End modification:
☐  Azido-hexynyl-pApG
☐  Amino-hexynyl-pApG
☐  Alkyne-C8-pApG
☐  None
	

	

	3’-End modification(s):
☐  3′-Azido-2′,3′-ddATP
☐  2-Ethynyl-ATP (2-EATP)
☐  2′-Azido-2′-dATP
☐  3′-(O-Propargyl)-ATP
☐  None

	Internal modification:
☐  Pseudouridine (Ψ; 100 % substitution)
☐  N1-Methyl-pseudouridine (m1Ψ; 100 % substitution)
☐  5-Ethynyl-uridine (5-EU;  ____  % substitution)
☐  None

	Purification method:
☐  Silica membrane-based method (default)
☐  Other:  _____________

	Storage buffer:
☐  Nuclease-free water          ☐  1 mM sodium citrate, pH 6.4

Concentration adjustment:
☐  No (typically 0.5 – 1 mg/mL)          ☐  Yes,  ____ mg/mL (fees may apply)




	Click Conjugation

	☐  At 5’-end                                  ☐  at 3’-end                                ☐  internal

	Fluorescent Dyes:
☐  AZDye 488 Azide Plus
☐  AZDye 647 Azide Plus
☐  DBCO-AF488
☐  DBCO-AF647
☐  Eterneon-Red 645 Azide
☐  Eterneon-Red 645-Picolyl-Azide  
☐ 3-Azido-7-hydroxy-coumarin
☐  5-TAMRA-Azide
☐  5-TAMRA-PEG3-Azide  
☐  5/6-Sulforhodamine-101-              PEG3-Azide
☐  6-FAM-Azide
☐  6-FAM-Picolyl-Azide
☐  None
☐  Other (provided by customer):  ____
	Biotins:
☐  Biotin Azide Plus
☐  Biotin-PEG4-Azide
☐  DBCO-PEG4-Biotin
☐  DBCO-PEG4-Desthiobiotin
☐  None
☐  Other (provided by customer):  ____
	Cell Targeting Reagents:
☐  Azido-PEG4-Trimannose
☐  Tri-GalNAc-DBCO
☐  Tri-β-GalNAc-PEG3-Azide
☐  None
☐ Other (provided by customer):

	If a dual click conjugation is desired, please choose the respective molecules:
☐  5’-end labeling with: 
☐  3’-end labeling with: 
☐  Internal labeling with: 









	QC 

	Standard mRNA QC 
☐ Visual Appearance.
☐ mRNA Concentration and purity using nanodrop. 
☐ mRNA Concentration using fluorometer Qubit4. 
☐ mRNA size, integrity and purity using PAGE or agarose gel.

modified mRNA QC (an additional fee may be charged) 
☐ 5’- or 3’-end modification using agarose gel shift assay  
☐ fluorescent labeling using agarose gel with a corresponding filter for visualization
☐ fluorescent labeling using plate reader with a corresponding filter
☐ 3’-end modification protection against RNase R digestion assay









	mRNA sequence

	mRNA Name:

	ORF from the ATG start codon to the stop codon (TAA,TAG or TGA):
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